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GENETIC INFORMATION WAS DOWNLOADED FROM THE NCBI REFERENCE SEQUENCE

Gene
28274
28321
28381
28441
28501
28561
28621
28681
28741
28801
28861
28921
28981
29041
29101
29161
29221
29281
29341
29401
29461
29521

gtttggtgga
atcaaaacaa
cactcaacat
caatagcagt
tggtgacggt
gccagaagct
gggagccttg
aatcgtgcta
cagaggcgge
ttcaactcca
tgctgctctt
taaaggccaa
gaagcctcgg
acgtggtcca
tgattacaaa
aatgtcgcgce
catcaaattg
tattgacgca
tgatgaaact
tgctgcagat
aactcaggcc

atgtctg
ccctcagatt
cgtcggcccc
ggcaaggaag
ccagatgacc
aaaatgaaag
ggacttccct
aatacaccaa
caacttcctc
agtcaagcct
ggcagcagta
gctttgctgce
caacaacaag
caaaaacgta
gaacaaaccc
cattggccgce
attggcatgg
gatgacaaag
tacaaaacat
caagccttac
ttggatgatt
taa

ataatggacc
caactggcag
aaggtttacc
accttaaatt
aaattggcta
atctcagtcc
atggtgctaa
aagatcacat
aaggaacaac
cttctcgttce
ggggaacttc
tgcttgacag
gccaaactgt
ctgccactaa
aaggaaattt
aaattgcaca
aagtcacacc
atccaaattt
tcccaccaac
cgcagagaca
tctccaaaca

ccaaaatcag
taaccagaat
caataatact
ccctcgagga
ctaccgaaga
aagatggtat
caaagacggc
tggcacccgc
attgccaaaa
ctcatcacgt
tcctgctaga
attgaaccag
cactaagaaa
agcatacaat
tggggaccag
atttgccccc
ttcgggaacg
caaagatcaa
agagcctaaa
gaagaaacag
attgcaacaa

cgaaatgcac
ggagaacgca
gcgtcttggt
caaggcgttc
gctaccagac
ttctactacc
atcatatggg
aatcctgcta
ggcttctacg
agtcgcaaca
atggctggca
cttgagagca
tctgctgcectg
gtaacacaag
gaactaatca
agcgcttcag
tggttgacct
gtcattttgc
aaggacaaaa
caaactgtga
tccatgagca

cccgcattac
gtggggcgcg
tcaccgctct
caattaacac
gaattcgtgg
taggaactgg
ttgcaactga
acaatgctgc
cagaagggag
gttcaagaaa
atggcggtga
aaatgtctgg
aggcttctaa
ctttcggcag
gacaaggaac
cgttcttcgg
acacaggtgc
tgaataagca
agaagaaggc
ctcttcttcce
gtgctgactc

Protein (QJC20758.1)
MSDNGPQNQRNAPRITFGGPSDSTGSNQNGERSGARSKQRRPQGLPNNTASWFTALTQHGKEDL
KFPRGQGVPINTNSSPDDQIGYYRRATRRIRGGDGKMKDLSPRWYFYYLGTGPEAGLPYGANKDGII
WVATEGALNTPKDHIGTRNPANNAAIVLQLPQGTTLPKGFYAEGSRGGSQASSRSSSRSRNSSRNS
TPGSSRGTSPARMAGNGGDAALALLLLDRLNQLESKMSGKGQQQQGQTVTKKSAAEASKKPRQKR
TATKAYNVTQAFGRRGPEQTQGNFGDQELIRQGTDYKHWPQIAQFAPSASAFFGMSRIGMEVTPSG
TWLTYTGAIKLDDKDPNFKDQVILLNKHIDAYKTFPPTEPKKDKKKKADE TQALPQRQKKQQTVTLLP
AADLDDFSKQLQQSMSSADSTQA
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Protein Structure [Surface]

Protein Structure [Ribbon]



